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ASBLH BRIPCRE A

1. 3EHE

AFRAERLE T A5 P PCREE il N ZE 75 0K 14388 FH 7 ik AN 2K
AHREE T AN ST 0K 4531 o

2. MEMSIAXH

IHISCAE XS AFRAE BT e AT e PLTE H IR 51 SO, 0% B icAE
TAIA . NRAE DI SIS, HEGHAs (RIS BsR) A e, .

(e N R 245 )

GB/T 6682 (7373240 % Fl /K FUA ARG 7 v

GB/T 27403 (S5 =8 ot S 4% | WU B i 431 AP A Al )
T/CACM 010-2016 (#4145 @i )

3. ARIBFMEX
NHUAREFE S T A b
3.1
ANBEFHHRL renshen peifangkeli

Y N\ Panax ginseng C. A. Meyer. ¥]J R 28 10 il 3 4 b 2 77 1) 3 2ok

PEBfSR A BIEEKR

AT R E B SR A FIEDR
6. £3I5149F5)

RS-166F: 5'- ATAACAATACCGGGCTGATAC-3'



T/CACM ¥k — 20%*

RS-166R: 5-CAAAGTCCAACTACGAGCTTTTT-3'

7. WINIERF

NPT GG, WORE BURE . Bii%. DNATREL. XY 38 5 =R I N AEAS [F) 24 E
[ BICLE [ — SRR ) AN]R8 2 X 3R AT S 30N 2% X3 M 42 B — 5 Tl 24T, RIVRE ) 25 X
> IR 2 X >4 1 X A X o

7.1 BUR¥

EARE AR BN AMCT 109, FEL 35N, 1BHSEIE i, H1BMEZA, K
RUSHERERAL . OREI RS B 035 (K 5e ek, JRAERERL S RIS BRR2E, $H'S REMIRE.
X L B R R A AT HI RS, BER BERE S — A A o B RE LB VA S ] (h g
N RSEFIEZ8) [ 0211 AT HURE .

7.2 DNA $2H

IERIFE i DNA SRBUD IR
a) MFEAh 1g, MRERAD AR

b) EX Bk A 0029, B 2mL B0, IIANGNARZZMR 300 uL. 2 %P4 2.1
TANTEW 50 uL. AR K A 20 uL. RNA B A5 pl, Fe40lieE %R ) 3 min, 56°C
R7K¥ 60min.

c) &0 (12000 >g) 5 min j&, WRHL EJETR 250 uL 21 2mL B.08H, AR
fR g 250 pL, JRZS), ¥R ZRAE, KAt BN E L, B0 (12000 >g) 5 min;
A PR

NP 700 uL, &0 (12000 >g ) 1 min,

F AL A N — AT 2 mL 550 ] R B P ok Ak 2 3 JE R Xz 7K 100 L,
# 3 min, 2.0 (12000 <) 2 min, SR BIEW, NN RIER, ATE-20C
TRAF4

b B3R T7iEAN, AT ISR DNA SR 4 BUARE DNA.

7.3 PCR ¥ 1%

BT ATTIERS, RS PCR G AR AERATE, I BH 0T JE RN Ao HEE DA 6 s
2



T/CACM 3% — 20%*
) Tag DNA ZE &8 PCR TR & HI 1 o

7.3.1 XFERIKLE

IERGRE S RCTATRIN 2 K, BB BHMEXS IR (i A SRR 258, % 7.2 $2H DNA,
PSR IVRARAE A PCR 47748 f1 B A 06k D < B A6 IR CRT 3 6 P e IR 2544, 4 7.2 42X DNA,
FTRBARAE A PCR 338 B PE X R A2 (56t R
7.3.2 PCR RN 1& &

7£200 pL B0 HHR VI 2% M5 SuperFast Tag PCR Master Mix PCR TR 12.5 pL.
SR CHIERAZ A EIP) % 0.4 L. K DNA (10 ng ~50 ng) 3 uL, FTEHWZEK
R R ARFRE 25 pLo KR SRR TR ST, BRET B O o

7.3.3PCR R E#

BELEET PCRAL. PCR NZHN: 95 CHIAME 5min, fEH M 40 ¥k (95 C
205,60 C 205,72 ‘C 205s), 72 “CIHEA 5min. BUH B0, SR F3HATREE 4 T
NRAF .

7.4 I HE R

FC ] 2 B IR B RER, B I E A% R Gekt GelRedo HURE Sty PRPEXTHE . BITEXTHE
XTI PCR 38724045 1 uLs 20l i 6 ERELR i % 5 ul, 821, 20l BAET R —
B e | 000 DNA 73 F 2 Ar il RN 2 L (0.5 pg/pl). 1% (RHEAR
O1“TRIERHELI vk RIS ADD ~ikg. HIkAE G, Uk
BREEANFE S BT

TERHPEXSIE . BHMEXT BRI = A X RS B S e s 0 T, A3 i e re ok B, 78
50T W 24 4 Ut g e Uk PR A S 7 B |, #E100~200 bpfg B—DNAS i E B PESE B, 750
RIBAEAE R
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9. #HRiRE
9.1 —ER

RS 45 RN TR B B, AR B2 A 4 15 5 2R

9.2 KR

AR R R R, SRS RS S () BAR R AR R P AN 4 R AU PR AR SR B ie %, Y
BAGIAR o AR A5 AR R NS I T/ICACM 010-2016 (24570 7452 i@ ) 1Y

Sy

o
&

10. FRERIE

PO AT RER I SG RN — B A IEAR R i I E RO TE, 53— B YRR, 228
WAe AT DUE 3G AL IR Y 38 S Nk 2 DNAREAR &, A 7 O iR RS B R RE I 45 SR . AT
FEARGIN S5 SRA— S A DA DNAR BT, B IR GEHUKIDNAF BUR T3 48 BL. 2R
23 PR DL E MRS BOT U i S S A I, AT SE RA— 2, PRI & PR IZ SR =
P b PRI GRS RO B, JFIE B e BAS AT VARSI 5 VA A KPR . #EATPCRNLRT,
BT ) 3R Bl AT S AN R 25K

11. BFe

RIS v 1) P R AL R B A5 GBIT 27403 (S0 3 o7 Sk 44 RS 68 5 0 1A 0 2 A
Iy HER.

X
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M R A
(Fset)

NPAT AR OFEARIRRE, LUFAEE AR D
Al fXERRE

SO OFL R B E B0 SR> 12000 xg) @IS (M Al CE 2 mL B0, e
KIS B Bk RIEdRZ 25 =R KB H. PCR A (A AT R T IR AR . H
A ICHE (RPEFR KT kS, HIRH . BaNRS) . BRI (B INE S
BRI ) ZIRE A TR URE 0.019). ELAMBEREE (B0RZE
#H 25 pL. 10 pb. 200 Pl 1000 Pl 55 4 FiAS[EREAS, JREFEICE — MRS IKIRIKAE
CELFE FTYERFTE 4 T J-20 T)
A2 BHI5IRE

B A e SN, S35 N AN S DNAFIDNaseff 0 48 s A ALk 71 S5 /K 745 A GBIT
6682115k L AR R K B 5 R Ar, FRAEAR A Bl ik, W, Fi i a]
TRAZ A R RH RIS 44 s PCRIRRIRL /NG 73 B R AF LAV e AR BRI £
FEHR A B 5 et it o

FERF 5N H5: 2xM5 SuperFast Taq PCR Master Mix PCR T . DNAFREUR
M (AR S ALDNASREGR A6, OISR . £ D0 2B A 24
ZRUR. VR, DNAZEALAESE). DNATRIGAT G (RifE-20 TRIRAE, (EHI Bk R
B Bl (HIGHE W ZE 7KK FR 51 ¥ #2210 pmol/L) . DL 1000 DNAZ) & AR HE
% (DL 1000 DNA%> B b T T 42 4 i HL ik i B HE 1100 bp. 200 bp. 300 bp. 400 bp. 500
bp#l 1000 bp K/MAIFE/R &) « BOXTAEHLIKZZ M 6 FAEZZMIR . NS X A K |
FEK I 10 mg/mL 2 BEAZ R FEA (RNABEA) 5T IR IR Y .77 GelRed

(10 mg/mL 10000 %0 . 2065 HEELL .

20 mg/mL &

2% B IR HEREIR I H 7. 2 (e NRSLRIE 25 50) DUFB1000E 47 Fl bl . BB g
2.0 gifiE, MIAHIKZZMIR1I00 mL, AR E 4, I EEZRI G, 'Y, BIA
A & VTR B R b, RRBE RS O ORI S, RIS,
A3 EHVEE

AARHEASUIE T N S5 WO PH e S 7 BOkE . = -BBC 5 UKL SO0 55 o ASARHEAS
EHF IR SRR % E .
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M & A
(FERME)
NS 7Pk PCR &Sk 2 L
Al RS
T B A GenBank  H#fs e £ 48 1E i A SR R NS BIEG RN 18S 741, H
BioEdit FAFHEAT 81 Lk, $k BN S 451 SNP A7 241, #4515 (10 pmol-Lt) RS-166F:

5'- ATAACAATACCGGGCTGATAC-3' F RS-166R : 5'-
CAAAGTCCAACTACGAGCTTTTT-3'. 14tk 1 fis.
E/: k|
| 166 bp |
RS-166F | | Rs-166R
Panax ginseng G-1-¢ ! KC593823.1
Panax notoginseng C-G=G AB027524 1
Panax quinquefolius C=G-G D85172.1
Panax bipinnatifidus C-T-G AB088021.1
Panax angustifolius C-T-G AB088019.1
Panax himalaicus C-T-G AB044902 .1
Panax japonicus C=T=G D84100.1
1 445 5 6 1
990 8 2 1 8
79 2 0 4 2 0
1854 K EH 9

Kl 1 ANZFpmdk PCR %8 M5 it

A2 T ERIE RIS
SR AR AE T o 2505 A [FISRIR IO N S B0 IR AT 2558, NS BT RIRLAE 1007250 bp
] Y I — 2 25, DU VRS C 7 ORE B = B 7 RURLAE I X TA) TG 2717 o

2 3 4 9 6 USRS EUNEHE AN 45 16 17 18 1920 21 22 23 24

K 2 ANERE. JER NS 7 BOkL %5 e 45 1
r; 1-24 NZPLJ7RikL PCR 4545 % .

2 3 4556 EREEURUSEIN2NI3N141516° 17 18 19 20 21 22 23 4

3 ANz HA R 77 Wikl PCR 4 e 45
M. Trans 2K Plus DNA Marker; 1-12 PGS ik, 13-24: =-Hhd 7 Pk .
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